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Figure 1: Load of potentially pathogenic microbes in the induced sputum samples among study subjects
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Figure 2: Relationship between bacterial load in induced sputum samples and FEV1 % predicted in biomass-
smoke associated COPD subjects.
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Figure 3: Relationship between bacterial load in induced sputum samples and lung FVC % predicted in
biomass-smoke associated COPD subjects.
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Figure 4: Relationship between bacterial load in induced sputum samples and total SGRQ score in biomass-
smoke associated COPD subjects. T
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Figure 5: Relationship between bacterial load in induced sputum samples and total CAT score in biomass-
smoke associated COPD subjects.
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Figure 6: Phagocytosis of fluorescently labelled beads and bacteria by MDMs.
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Figure 7: Relationship between bacterial load in the induced sputum samples and phagocytic activity of
MDMs in biomass-smoke associated COPD subjects.
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Figure 8: Effect of fluorescently-labelled beads and bacteria on MDMs viability.



