Screened
n = 1540

l

Met inclusion criteria
n=1218

Y

n =682

Randomly selected
and enrolled

Declined consent (n = 170)

n =659

Exclusions:

- Withdrew consent (n = 2)

- HIV negative (n = 1)

- CD4 count >350 cells/pL (n = 18)
- Missing CD4 count data (n = 2)

v

'

Microbiologically
confirmed
Tuberculosis
n =487 (85%)

Probable
Tuberculosis
n =389 (15%)

Exclusions:

- Possible tuberculosis (n = 14)

- No tuberculosis
* Pneumocystis jiroveci pneumonia (n = 6)
= Cryptococcosis (n = 6)
= Community acquired pneumonia (n = 33)
= Bacterial sepsis (n = 9)
= Other diagnosis (n = 15)

Study cohort
n =576




>

Percent survival

TB blood culture

50—
—— Positive
= Negative
p <0.001
0 T T T I 1
0 20 40 60 80

—  maDied mmSurvived T
<0.
100 .

Frequency (%)
3 o

N
[¢;]

0 1 2 3

Dissemination score



A

SD from mean B

BSurvived EDied

I T W ‘IIIJ Il IIIIII|I | Il }‘I‘IIIIII
’HI Mm | II;HI | 1|
JI II'FI!IIIIJMII)IJIIIﬂ‘llllllhII 1 i |||I|II|I i | Illllﬂll Il
|| I )

W@%@w@%@w@

Biomarker Died vs. Survived P-value
IL-1Ra ] <0.001
IL-6 ] <0.001
IL-8 ] <0.001
MIP-1B/CCL4 ] <0.001
IP-10/CXCL10 ] <0.001
MIP-1a/CCL3 1 <0.001
IL-4 <0.001
IL-17 <0.001
FGF <0.001
PDGF <0.001
TGF-B1 <0.001
RANTES/CCL5 <0.001
IL-7 <0.001
IL-12p70 <0.001
IL-5 <0.001
IFN-y <0.001
IL-13 <0.001
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Parameter Model Hazard Ratio (95% ClI) P-value
PC 1 score unadjusted K 23(1.9-27) <0.001
(per 1 unit increase) adjusted N 4 22 (1.9-27)  <0.001
PC 2 score unadjusted O | 0.6 (0.5-0.9) 0.002
(per 1 unit increase) adjusted i 0.7 (0.5-1.0) 0.018
PC 3 score unadjusted +<>4 0.8 (0.6-1.0) 0.079
(per 1 unit increase) adjusted ® 0.9 (0.7 - 1.2) 0.160
Age unadjusted <>I 1.2(1.1-1.4) <0.001
(per dyr increase) adjusted @ 12(1.1-1.4) <0.001
Male sex unadjusted '—<>—' 0.9(0.5-1.4) 0.620

adjusted — 0.7 (0.4 - 1.2) 0.230
HIV viral load unadjusted & 1(1-1) 0.670
(per 1000 copies/mL increase) adjusted 'S 1(1-1) 0.430

0.1 1 10

HR (Log,, scale)
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