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Fig. 4. Presence of AMR genes as predicted by WGS in the public genomes of Campylobacter coli and Campylobacter jejuni isolates. The heatmap and the Maximum
Likelihood phylogenetic tree were performed using R Studio version 14.2. The presence of the AMR genes prediction was carried out with an identity score of >95 to <99%
(light red) and 100% identity (dark red) hit with the reference sequence of the CARD database. There were 53 AMR genes that were identified based on the WGS prediction.
Blue rectangles represent C. coli genomes and green rectangles represent C. jejuni subsp. doylei genomes. The figure shows the numbers 1-54 that are the AMR genes on
the Y-axis and genomes on the X-axis, highlighting the blaOXA family genes, ermA, aminoglycoside genetic determinant, fluoroquinolone determinants and cme efflux genes.
The details of the resistance determining gene list can be found in the Supplemental Table S2. Figure generated by authors for this publication [1].
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