[bookmark: _GoBack]Human germinal center B cells express a unique glycosylation signature characterized by poly-N-acetyllactosaminyl glycans
Leukocytes commonly remodel cell surface glycans upon activa- tion as a means to modify immunologically significant lectin- glycoprotein interactions. While many glycan features have been documented for activated T cells, far fewer functionally important glycan features have been identified on activated B cells. As such, we sought to define the surface carbohydrate rep- ertoire of human tonsillar B cells at various stages of B cell dif- ferentiation. We found that B cells activated with T cell help (germinal center (GC) B cells) display >2-fold higher levels of poly-N-acetyllactosamine (polyLacNAc) glycans compared to naive, memory, and plasmablast B cells, as measured by binding to polyLacNAc-specific Solanum tuberosum (STA) and Lycopersicon esculentum (LEA) lectins. Furthermore, lectin blot analysis of primary cell lysates revealed that these polyLacNAc glycans are primarily presented on CD45, a recep- tor tyrosine phosphatase critically involved in B cell antigen re- ceptor signaling. Global gene expression analysis and quantitative real-time PCR of FACS-sorted B cell subsets showed that GC B cells selectively downregulate levels of the α2,3 sialyltransferase ST3Gal1, which we observed blocks polyLacNAc expression when overexpressed in GC-like B cell lines. Surprisingly, increased GC B cell polyLacNAc levels did not confer commensurate binding to polyLacNAc-specific lectins galectin-1 or galectin-3; instead, galectin-1 and galectin-3 showed little change in binding or dramatically reduced binding, respectively, compared to naive and memory B cells. Taken to- gether, these data suggest that activated GC B cells promote polyLacNAc synthesis by reducing expression of ST3Gal1, and display these polyLacNAcs in a manner that preserves binding to galectin-1 but not galectin-3. Accordingly, we propose that GC B cells may tune galectin ligand expression as a means to regulate cell fate decisions within the germinal center. 






