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	# Subjects
	#Male
	#Female
	Age, mean (SD)
	BMI, mean (SD)
	# Healthy
	# COPD
	# IHD

	All subjects
	24
	12
	12
	65.1 (7.7)
	25 (4.8)
	8
	8
	8

	Included in analysis
	20
	9
	11
	64.8 (6.2)
	25 (5)
	7
	7
	6

	Excluded in analysis
	4
	3
	1
	66.8 (13.4)
	25 (3.3)
	1
	1
	2


Supplementary Table S1: Characteristics of included and excluded subjects.
	 
	FDR

	miRNA
	association
	NO2
	UFP
	PM2.5
	CBLK
	PM10

	hsa-miR-125a-5p
	negative
	0.3795
	0.1588
	0.0673
	0.0028
	0.0282

	hsa-miR-125b-1-3p
	negative
	0.6427
	0.2271
	0.0479
	0.1684
	0.0745

	hsa-miR-128-1-5p
	negative
	0.0285
	0.0136
	0.0435
	0.0057
	0.0269

	hsa-miR-133a-3p
	negative
	0.0912
	0.1363
	0.0002
	0
	0

	hsa-miR-145-5p
	negative
	0.8207
	0.0006
	0.0847
	0
	0.049

	hsa-miR-150-5p
	negative
	0.3735
	0.6689
	0.1134
	0.0004
	0.1865

	hsa-miR-190a-5p
	negative
	0.7073
	0.5997
	0.0479
	0.0338
	0.2991

	hsa-miR-193a-5p
	negative
	0.3368
	0.2271
	0.0748
	0.0008
	0.0269

	hsa-miR-193b-3p
	negative
	0.3745
	0.2145
	0.021
	0.001
	0.0014

	hsa-miR-223-3p
	negative
	0.2513
	0.7189
	0.1406
	0.0008
	0.0745

	hsa-miR-24-3p
	negative
	0.6713
	0.5768
	0.0747
	0.0091
	0.0383

	hsa-miR-27a-5p
	negative
	0.0836
	0.0254
	0.0027
	0.0001
	0.0269

	hsa-miR-30d-5p
	negative
	0.0854
	0.0573
	0.0838
	0.007
	0.0269

	hsa-miR-342-3p
	negative
	0.3895
	0.3805
	0.0503
	0.0001
	0.0374

	hsa-miR-34a-5p
	negative
	0.3412
	0.0668
	0.0303
	0.0011
	0.0482

	hsa-miR-412-5p
	negative
	0.0913
	0.0497
	0.6817
	0.1415
	0.5114

	hsa-miR-433-3p
	negative
	0.0854
	0.206
	0.0115
	0.0003
	0.0269

	hsa-miR-4687-5p
	negative
	0.2483
	0.0668
	0.0303
	0.0071
	0.0269

	hsa-miR-499a-5p
	negative
	0.0451
	0.271
	0.0496
	0.0017
	0.0301

	hsa-miR-542-3p
	negative
	0.0451
	0.0547
	0.279
	0.0043
	0.1661

	hsa-miR-548ap-3p
	negative
	0.5103
	0.5215
	0.2432
	0.0196
	0.0484

	hsa-miR-576-3p
	negative
	0.9313
	0.449
	0.0748
	0.0012
	0.0614

	hsa-miR-580-3p
	negative
	0.0854
	0.0009
	0.0252
	0.0005
	0.23

	hsa-miR-625-5p
	negative
	0.3735
	0.3386
	0.1606
	0.0004
	0.0772

	hsa-miR-6716-3p
	negative
	0.0006
	0.9561
	0.1595
	0.0715
	0.1598

	hsa-miR-6859-5p
	negative
	0.5858
	0.2685
	0.0303
	0.0965
	0.049

	hsa-miR-885-5p
	negative
	0.8333
	0.6971
	0.128
	0.0386
	0.0269

	hsa-let-7i-5p
	positive
	0.6713
	0.6069
	0.0341
	0.0479
	0.1067

	hsa-miR-107
	positive
	0.6713
	0.9576
	0.1546
	0.0095
	0.0282

	hsa-miR-1224-5p
	positive
	0.3748
	0.6689
	0.0303
	0.0008
	0.0094

	hsa-miR-148a-3p
	positive
	0.334
	0.1703
	0.7331
	0.0022
	0.6443

	hsa-miR-25-3p
	positive
	0.6577
	0.8779
	0.0479
	0.012
	0.0282

	hsa-miR-3127-5p
	positive
	0.6119
	0.0057
	0.1765
	0.0345
	0.1067

	hsa-miR-33b-5p
	positive
	0.3027
	0.3957
	0.0733
	0.0001
	0.0282

	hsa-miR-362-5p
	positive
	0.3402
	0.661
	0.0867
	0.001
	0.0633

	hsa-miR-3678-3p
	positive
	0.242
	0.7427
	0.021
	0.0335
	0.1585

	hsa-miR-3944-3p
	positive
	0.222
	0.5701
	0.2366
	0.0179
	0.0484

	hsa-miR-4647
	positive
	0.7185
	0.68
	0.0479
	0.0002
	0.1067

	hsa-miR-503-5p
	positive
	0.9467
	0.9528
	0.0303
	0.0315
	0.1067

	hsa-miR-511-5p
	positive
	0.2513
	0.0497
	0.9934
	0.5387
	0.8387

	hsa-miR-548ad-5p
	positive
	0.3027
	0.5615
	0.0315
	0.0029
	0.1028

	hsa-miR-574-5p
	positive
	0.3618
	0.0644
	0.1134
	0.0009
	0.1067

	hsa-miR-627-3p
	positive
	0.9467
	0.9853
	0.0534
	0.0014
	0.0269

	hsa-miR-629-5p
	positive
	0.6745
	0.7134
	0.4412
	0.1689
	0.0301

	hsa-miR-636
	positive
	0.3735
	0.802
	0.1712
	0.0016
	0.0614

	hsa-miR-6513-3p
	positive
	0.8008
	0.661
	0.0496
	0.0031
	0.0898

	hsa-miR-6514-3p
	positive
	0.7975
	0.4393
	0.9009
	0.0003
	0.0269

	hsa-miR-651-5p
	positive
	0.3154
	0.0668
	0.0512
	0.0005
	0.0269

	hsa-miR-671-5p
	positive
	0.032
	0.6971
	0.1972
	0.2211
	0.0674

	hsa-miR-6741-3p
	positive
	0.7503
	0.2103
	0.036
	0.0025
	0.0507

	hsa-miR-6865-5p
	positive
	0.5399
	0.6401
	0.0448
	0.0004
	0.0301

	hsa-miR-873-5p
	positive
	0.2483
	0.0981
	0.0778
	0.0009
	0.049

	hsa-miR-877-5p
	positive
	0.0451
	0.2186
	0.3794
	0.243
	0.5114

	hsa-miR-98-5p
	positive
	0.8565
	0.8725
	0.0448
	0.2403
	0.1536


Supplementary Table S2: Significant cmiRNAs associated with NO2, UFP, PM2.5, BC and PM10 exposure (controlled by the FDR at 5%).


	KEGG Pathway
	Size
	Targets contained
	q-value

	MicroRNAs in cancer
	299
	68
	1.96E-08

	Pathways in cancer
	397
	88
	3.01E-06

	Prostate cancer
	89
	37
	6.12E-06

	Bladder cancer
	41
	23
	7.65E-06

	PI3K-Akt signaling pathway
	341
	64
	8.36E-06

	Cell cycle
	124
	37
	1.61E-05

	Melanoma
	71
	28
	3.96E-05

	FoxO signaling pathway
	134
	40
	5.92E-05

	Pancreatic cancer
	66
	29
	8.03E-05

	Breast cancer
	146
	42
	9.59E-05

	Hepatitis B
	146
	44
	0.00011

	Chronic myeloid leukemia
	73
	30
	0.000225

	Transcriptional misregulation in cancer
	180
	36
	0.00025

	Glioma
	66
	23
	0.000389

	Viral carcinogenesis
	203
	35
	0.000914

	Central carbon metabolism in cancer
	67
	21
	0.00169

	HTLV-I infection
	258
	51
	0.00278

	Thyroid hormone signaling pathway
	118
	27
	0.00284

	p53 signaling pathway
	69
	22
	0.00284

	Non-small cell lung cancer
	56
	20
	0.00284

	Proteoglycans in cancer
	205
	48
	0.00284

	Endometrial cancer
	52
	19
	0.00344

	Small cell lung cancer
	86
	25
	0.00587

	Signaling pathways regulating pluripotency of stem cells
	142
	36
	0.00587

	Jak-STAT signaling pathway
	158
	27
	0.00658

	HIF-1 signaling pathway
	103
	27
	0.00887

	Notch signaling pathway
	48
	13
	0.0126

	Acute myeloid leukemia
	57
	18
	0.0214

	AGE-RAGE signaling pathway in diabetic complications
	101
	29
	0.0279

	Cytokine-cytokine receptor interaction
	265
	31
	0.0352

	Chemical carcinogenesis
	82
	5
	0.0478


Supplementary Table S3: Overrepresented KEGG pathways associated with the target genes from the 54 combined TRAP associated cmiRNAs.

