Table 4. Location and character of amino acids associated with the A and G alleles at rs6906846
	Location
	Position
	Amino acids
	Amino acid characteristics
	U.S. Cohort 1
	Japanese Cohort 2
	Combined

	
	
	
	Charge
	Hydrophobia
	rs6906846 allele
	p
	rs6906846 allele
	p
	pcombined

	
	
	
	Negative
	Positive
	Neutral
	Hydrophobic
	Hydrophilic
	A
	G
	
	A
	G
	
	

	α1 domain
	9
	D
	X
	
	 
	 
	X
	24
	14
	4.0E-14
	20
	5
	1.2E-16
	6.6E-28

	
	
	S
	 
	
	X
	 
	X
	21
	1
	
	5
	37
	
	

	
	
	F
	 
	
	X
	X
	 
	0
	13
	
	0
	79
	
	

	
	
	Y
	 
	 
	X
	X
	 
	3
	30
	
	21
	129
	
	

	
	14
	R
	 
	X
	 
	 
	X
	27
	58
	2.8E-09
	41
	250
	7.5E-05
	2.0E-18

	
	
	W
	 
	 
	X
	X
	 
	21
	0
	
	5
	0
	
	

	
	49
	A
	 
	
	X
	X
	 
	27
	58
	2.8E-09
	41
	250
	7.5E-05
	2.0E-18

	
	
	E
	X
	 
	 
	 
	X
	21
	0
	
	5
	0
	
	

	
	73
	A
	 
	
	X
	X
	 
	47
	17
	1.9E-14
	46
	6
	9.4E-48
	7.7E-68

	
	
	T
	 
	 
	X
	 
	X
	1
	41
	
	0
	244
	
	

	
	90
	A
	 
	
	X
	X
	 
	1
	44
	2.8E-16
	21
	245
	4.9E-19
	1.3E-41

	
	
	D
	X
	 
	 
	 
	X
	47
	14
	
	25
	5
	
	

	α2 domain
	97
	R
	 
	X
	 
	 
	X
	48
	31
	4.7E-09
	46
	132
	5.7E-12
	6.0E-22

	
	
	W
	 
	
	X
	X
	 
	0
	26
	
	0
	118
	
	

	
	
	S
	 
	 
	X
	 
	X
	0
	1
	
	0
	0
	
	

	
	99
	F
	 
	
	X
	X
	 
	22
	1
	5.9E-25
	5
	37
	6.1E-20
	6.1E-20

	
	
	S
	 
	
	X
	 
	X
	23
	0
	
	20
	1
	
	

	
	
	C
	 
	
	X
	 
	X
	0
	13
	
	0
	79
	
	

	
	
	Y
	 
	 
	X
	X
	 
	3
	44
	
	21
	133
	
	

	
	116
	F
	 
	
	X
	X
	 
	23
	9
	1.7E-09
	5
	38
	5.4E-23
	9.3E-34

	
	
	S
	 
	
	X
	 
	X
	25
	20
	
	41
	43
	
	

	
	
	Y
	 
	
	X
	X
	 
	0
	27
	
	0
	157
	
	

	
	
	L
	 
	 
	X
	X
	 
	0
	2
	
	0
	12
	
	

	[bookmark: _GoBack]Bonferroni corrected p value threshold: 0.05/181=2.8E-04, Underlined bold: Residues pointing toward the peptide binding site and can interact with the peptide (van Deutekom & Keşmir 2015), Characteristics of amino acids (Harper's Illustrated Biochemistry (30th edition)
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Table 4. Location and character of amino acids associated with the A and G alleles at rs6906846  

Location  Position  Amino  acids  Amino acid characteristics  U.S. Cohort 1  Japanese Cohort 2  Combined  

Charge  Hydrophobia  rs6906846  allele  p  rs6906846  allele  p  p combined  

Negative  Positive  Neutral  Hydrophobic  Hydrophilic  A  G   A  G  

α1  domain  9  D  X         X  24  14  4.0E - 14  20  5  1.2E - 16  6.6E - 28  

S      X     X  21  1   5  37  

F      X  X     0  13   0  79  

Y        X  X     3  30   21  129  

14  R     X        X  27  58  2.8E - 09  41  250  7.5E - 05  2.0E - 18  

W        X  X     21  0   5  0  

49  A      X  X     27  58  2.8E - 09  41  250  7.5E - 05  2.0E - 18  

E  X           X  21  0   5  0  

73  A      X  X     47  17  1.9E - 14  46  6  9.4E - 48  7.7E - 68  

T        X     X  1  41   0  244  

90  A      X  X     1  44  2.8E - 16  21  245  4.9E - 19  1.3E - 41  

D  X           X  47  14   25  5  

α2  domain  97  R     X        X  48  31  4.7E - 09  46  132  5.7E - 12  6.0E - 22  

W      X  X     0  26   0  118  

S        X     X  0  1   0  0  

99  F      X  X     22  1  5.9E - 25  5  37  6.1E - 20  6.1E - 20  

S      X     X  23  0   20  1  

C      X     X  0  13   0  79  

Y        X  X     3  44   21  133  

116  F      X  X     23  9  1.7E - 09  5  38  5.4E - 23  9.3E - 34  

S      X     X  25  20   41  43  

Y      X  X     0  27   0  157  

L        X  X     0  2   0  12  

Bonferroni corrected p value threshold : 0.05/181=2.8 E - 04, Underlined bold: Residues pointing toward the peptide binding site and can  interact with the peptide (van Deutekom & Keşmir 2015), Characteristics of amino acids (Harper's Illustrated Biochemistry (30 th edition)  

 

