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Maijority ATGAACACCATTTTCAAAATCAGCGCACTQACCCTTTCCQCCGCTTTGGQACTTTCCGCQ
10 20 30 40 50 60

1 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
2 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
7 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
10 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
11 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
19 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
24 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
31 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
34 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
35 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
46 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
52 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
61 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
64 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
67 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
82 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
84 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
90 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
120 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
128 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
160 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
210 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
237 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
238 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
239 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
299 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
314 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
316 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260

340 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
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343 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
344 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
349 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
387 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
391 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
398 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
400 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
401 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
403 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
407 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
408 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
409 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
410 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
411 ATGAACAINNATTTTCAAAATCAGCICACTGACCCTT[ECCGCCIACTTTGGCACTTTCCGCC 260
412 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
413 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
414 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
415 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
416 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
417 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
418 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
419 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
420 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
421 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
422 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
423 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
424 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
425 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
426 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
427 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
428 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260

430 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
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431 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
434 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
436 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
441 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
442 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
443 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
444 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
445 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
446 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
451 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
466 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
467 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
468 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
488 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
492 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
493 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
494 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
507 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
597 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
613 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
638 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
639 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
640 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
641 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
642 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
643 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
644 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
645 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
646 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
647 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
648 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260

649 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
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650 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
651 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
652 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
653 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
654 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
655 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
656 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
657 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
658 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
659 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
660 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
661 ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260
Majority TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCT GCCGCCGCTTCTTCCGCG
70 80 90 100 110 120

1 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
2 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
7 TGIIGGCAAAAAAGAAGCCGCH . T CCGAACCTGCCGCCGCTTCT[gcCGCG 308
10 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
11 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
19 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
24 T GIIGGCAAAAAAGAAGCCGCH /. T CCGAACCTGCCGCCGCTTCT[ECCGCG 308
31 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
34 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
35 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
46 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
52 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
61 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
64 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
67 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320

82 T GIIGGCAAAAAAGAAGCCGCH /. T CCGAACCTGCCGCCGCTTCT[ECCGCG 308
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84 T GIIGGCAAAAAAGAAGCCGCH . T CCGAACCTGCCGCCGCTTCT[gCCGCG 308
90 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
120 TGGGCAAAAAAGAAGCCGC-TCCGAACCTGCCGCCGCTTCTCCGCG 308
128 T GIWIGGCAAAAAAGAAGCCGC TCCGAACCTGCCGCCGCTTCT{€CCGCG 308
160 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
210 T GIIGGCAAAAAAGAAGCCGCH . T CCGAACCTGCCGCCGCTTCT[ECCGCG 308
237 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
238 T GIIGGCAAAAAAGAAGCCGCH . T CCGAACCTGCCGCCGCTTCT[ECCGCG 308
239 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
299 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
314 T GIIGGCAAAAAAGAAGCCGCH . T CCGAACCTGCCGCCGCTTCT[ECCGCG 308
316 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
340 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
343 T GIIGGCAAAAAAGAAGCCGC TCCGAACCTGCCGCCGCTTCT[ECCGCG 308
344 TGIIGGCAAAAAAGAAGCCGC TCCGAACCTGCCGCCGCTTCTECCGCG 308
349 T GIIGGCAAAAAAGAAGCCGC TCCGAACCTGCCGCCGCTTCT{€CCGCG 308
387 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
391 T GIIGGCAAAAAAGAAGCCGCH . T CCGAACCTGCCGCCGCTTCT[ECCGCG 308
398 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
400 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
401 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
403 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
407 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
408 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
409 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
410 TGIIGGCAAAAAAGAAGCCGC TCCGAACCTGCCGCCGCTTCT[ECCGCG 308
411 TGCGGCAAAAAAGAAGCIIGCIICCCGCATCTGCATCCGAACCTGCCGCCGCTTCTECCGCG 320
412 T GIIGGCAAAAAAGAAGCCGC TCCGAACCTGCCGCCGCTTCT{€CCGCG 308
413 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
414 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
415 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320

416 T GIIGGCAAAAAAGAAGCCGCH /. T CCGAACCTGCCGCCGCTTCT[ECCGCG 308
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417 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
418 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
419 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
420 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
421 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
422 TGIIGGCAAAAAAGAAGCCGC TCCGAACCTGCCGCCGCTTCT[ECCGCG 308
423 TGIIGGCAAAAAAGAAGCCGC TCCGAACCTGCCGCCGCTTCT€CCGCG 308
424 T GIIGGCAAAAAAGAAGCCGC TCCGAACCTGCCGCCGCTTCT{€CCGCG 308
425 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
426 TGIIGGCAAAAAAGAAGCCGCH . T CCGAACCTGCCGCCGCTTCT[gcCGCG 308
427 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
428 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
430 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
431 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
434 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
436 TGIIGGCAAAAAAGAAGCCGCH . T CCGAACCTGCCGCCGCTTCT[gcCGCG 308
441 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
442 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
443 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
444 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
445 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
446 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
451 T GIIGGCAAAAAAGAAGCCGCH /. T CCGAACCTGCCGCCGCTTCT[ECCGCG 308
466 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
467 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
468 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
488 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
492 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
493 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
494 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320

507 TGIGGCAAAAAAGAAGCCGC TCCGAACCTGCCGCCGCTTCTECCGCG 308
597 TGIIGGCAAAAAAGAAGCCGC TCCGAACCTGCCGCCGCTTCTgCCGCG 308
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613 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
638 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
639 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
640 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
641 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
642 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
643 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
644 T GIIGGCAAAAAAGAAGCCGCH . T CCGAACCTGCCGCCGCTTCT[ECCGCG 308
645 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
646 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
647 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
648 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
649 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
650 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
651 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
652 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
653 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
654 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
655 TGIIGGCAAAAAAGAAGCCGCH . T CCGAACCTGCCGCCGCTTCT[gcCGCG 308
656 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
657 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTECCGCG 320
658 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTECCGCG 320
659 T GIIGGCAAAAAAGAAGCCGCH . T CCGAACCTGCCGCCGCTTCT{ECCGCG 308
660 TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320
661 TGIIGGCAAAAAAGAAGCCGCH . T CCGAACCTGCCGCCGCTTCT[gcCGCG 308
Majority CAGGGCGACACCTCTTCGATCGGCAGCACGAT GCAGCAGGCAAGCTATGCGATGGGCGTG
130 140 150 160 170 180

1 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
2 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
7 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368
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10 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
11 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
19 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
24 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368
31 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
34 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
35 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
46 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
52 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
61 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
64 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
67 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
82 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368
84 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368
90 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
120 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368
128 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368
160 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
210 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368
237 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
238 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368
239 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
299 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
314 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368
316 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
340 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
343 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368
344 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368
349 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368
387 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
391 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368

398 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
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400 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
401 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
403 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
407 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
408 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
409 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
410 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368
411 CAGGGCGACACCTCTTCHATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
412 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368
413 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
414 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
415 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
416 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368
417 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
418 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
419 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
420 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
421 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
422 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368
423 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368
424 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368
425 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
426 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368
427 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
428 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
430 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
431 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
434 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
436 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368
441 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
442 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380

443 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
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444 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
445 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
446 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
451 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368
466 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
467 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
468 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
488 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
492 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
493 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
494 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
507 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368
597 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368
613 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
638 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
639 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
640 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
641 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
642 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
643 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
644 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368
645 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
646 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
647 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
648 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
649 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
650 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
651 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
652 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
653 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
654 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380

655 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368



Alignment Report of Protein Alignment.meg ClustalW (Slow/Accurate, IUB) Page 11
11 August 2011 03:47

656 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
657 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
658 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
659 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368
660 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380
661 CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368
Maijority GACATCGGAQGCTCCCTGAAGCAAATGAAQGAACAGGGCQCGGAAATCGATTTGAAAGTQ
190 200 210 220 230 240

1 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
2 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
7 GACATCGGACGCTCCCTGAAGCAAAT GAAGGAACAGGGIIGCGGAAATCGATTTGAAAGTC 428
10 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
11 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
19 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
24 GACATCGGACGCTCCCTGAAGCAAAT GAAGGAACAGGGIIGCGGAAATCGATTTGAAAGTC 428
31 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
34 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
35 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
46 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
52 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
61 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
64 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
67 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
82 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGiGCGGAAATCGATTTGAAAGTC 428
84 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGIIGCGGAAATCGATTTGAAAGTC 428
90 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
120 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGiGCGGAAATCGATTTGAAAGTC 428
128 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGIIGCGGAAATCGATTTGAAAGTC 428

160 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
210 GACATCGGACGCTCCCTGAAGCAAAT GAAGGAACAGGGIIGCGGAAATCGATTTGAAAGTC 428
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237 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
238 GACATCGGACGCTCCCTGAAGCAAAT GAAGGAACAGGGIIGCGGAAATCGATTTGAAAGTC 428
239 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
299 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
314 GACATCGGACGCTCCCTGAAGCAAAT GAAGGAACAGGGIIGCGGAAATCGATTTGAAAGTC 428
316 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
340 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
343 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGIGCGGAAATCGATTTGAAAGTC 428
344 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGIIGCGGAAATCGATTTGAAAGTC 428
349 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGIIGCGGAAATCGATTTGAAAGTC 428
387 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
391 GACATCGGACGCTCCCTGAAGCAAAT GAAGGAACAGGGIIGCGGAAATCGATTTGAAAGTC 428
398 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
400 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
401 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
403 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
407 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
408 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
409 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
410 GACATCGGACGCTCCCTGAAGCAAAT GAAGGAACAGGGIIGCGGAAATCGATTTGAAAGTC 428
411 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
412 GACATCGGACGCTCCCTGAAGCAAAT GAAGGAACAGGGIIGCGGAAATCGATTTGAAAGTC 428
413 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
414 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
415 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
416 GACATCGGACGCTCCCTGAAGCAAAT GAAGGAACAGGGIIGCGGAAATCGATTTGAAAGTC 428
417 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
418 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
419 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
420 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
421 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440

422 GACATCGGACGCTCCCTGAAGCAAAT GAAGGAACAGGGIIGCGGAAATCGATTTGAAAGTC 428
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423 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGIGCGGAAATCGATTTGAAAGTC 428
424 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGIIGCGGAAATCGATTTGAAAGTC 428
425 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
426 GACATCGGACGCTCCCTGAAGCAAAT GAAGGAACAGGGIIGCGGAAATCGATTTGAAAGTC 428
427 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
428 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
430 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
431 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
434 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
436 GACATCGGACGCTCCCTGAAGCAAAT GAAGGAACAGGGIIGCGGAAATCGATTTGAAAGTC 428
441 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
442 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
443 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
444 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
445 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
446 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
451 GACATCGGACGCTCCCTGAAGCAAAT GAAGGAACAGGGIIGCGGAAATCGATTTGAAAGTC 428
466 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
467 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
468 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
488 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
492 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
493 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
494 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
507 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGGCGGAAATCGATTTGAAAGTC 428
597 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGIIGCGGAAATCGATTTGAAAGTC 428
613 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
638 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
639 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
640 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
641 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440

642 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
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643 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
644 GACATCGGACGCTCCCTGAAGCAAAT GAAGGAACAGGGIIGCGGAAATCGATTTGAAAGTC 428
645 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
646 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
647 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
648 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
649 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
650 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
651 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
652 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
653 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
654 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
655 GACATCGGACGCTCCCTGAAGCAAAT GAAGGAACAGGGIIGCGGAAATCGATTTGAAAGTC 428
656 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
657 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGIGCGGAAATCGATTTGAAAGTC 440
658 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGIGCGGAAATCGATTTGAAAGTC 440
659 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGIIGCGGAAATCGATTTGAAAGTC 428
660 GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440
661 GACATCGGACGCTCCCTGAAGCAAAT GAAGGAACAGGGIIGCGGAAATCGATTTGAAAGTC 428
Majority TTTACCGAAQCCATGCAGGQAGTGTATGAQGGCAAAGAAATCAAAATGAQCGAAGAGCAQ
250 260 270 280 290 300

1 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
2 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
7 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIIGAAGAGCAG 488
10 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
11 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
19 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
24 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIIGAAGAGCAG 488
31 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500

34 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
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35 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
46 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
52 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
61 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
64 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
67 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
82 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIBIGAAGAGCAG 488
84 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIIGAAGAGCAG 488
90 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
120 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIBIGAAGAGCAG 488
128 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIIGAAGAGCAG 488
160 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
210 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIIGAAGAGCAG 488
237 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
238 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIIGAAGAGCAG 488
239 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
299 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
314 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIIGAAGAGCAG 488
316 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
340 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
343 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIIGAAGAGCAG 488
344 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIBIGAAGAGCAG 488
349 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIIGAAGAGCAG 488
387 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
391 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIBIGAAGAGCAG 488
398 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIBIGAAGAGCAG 500
400 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
401 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
403 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
407 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIHIGAAGAGCAG 500
408 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500

409 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
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410 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIHIGAAGAGCAG 488
411 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
412 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIIGAAGAGCAG 488
413 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
414 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
415 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
416 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIIGAAGAGCAG 488
417 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAEGAGCAG 500
418 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAEGAGCAG 500
419 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAEGAGCAG 500
420 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAEGAGCAG 500
421 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
422 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIBIGAAGAGCAG 488
423 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIBIGAAGAGCAG 488
424 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIIGAAGAGCAG 488
425 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
426 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIIGAAGAGCAG 488
427 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
428 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
430 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
431 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
434 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
436 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIIGAAGAGCAG 488
441 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
442 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
443 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
444 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
445 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
446 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
451 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIIGAAGAGCAG 488
466 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500

467 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
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468 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
488 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
492 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
493 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
494 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
507 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIIGAAGAGCAG 488
597 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIIGAAGAGCAG 488
613 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
638 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIBGAAGAGCAG 500
639 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIBIGAAGAGCAG 500
640 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIBGAAGAGCAG 500
641 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIBGAAGAGCAG 500
642 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIBIGAAGAGCAG 500
643 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIBIGAAGAGCAG 500
644 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIIGAAGAGCAG 488
645 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
646 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
647 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
648 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
649 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
650 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
651 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
652 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
653 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
654 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
655 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIIGAAGAGCAG 488
656 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
657 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIBIGAAGAGCAG 500
658 TTTACHGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIGAAGAGCAG 500
659 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIIGAAGAGCAG 488

660 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500
661 TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACIHIGAAGAGCAG 488
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Maijority GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC
310 320 330 340 350 360

1 GCTCAGGAAGT CATGATGAAATTCCTTCAGGAACAACIEGGCTAAAGCCGTAGAAAAACAC 560
2 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
7 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548
10 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
11 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
19 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
24 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548
31 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
34 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
35 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
46 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
52 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
61 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
64 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
67 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
82 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548
84 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548
90 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
120 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548
128 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548
160 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
210 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548
237 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
238 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548
239 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
299 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
314 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548

316 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
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340 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
343 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548
344 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548
349 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548
387 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
391 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548
398 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCINAAAGCIIGTAGAAAAACAC 560
400 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
401 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
403 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
407 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCIIAAAGCIIGTAGAAAAACAC 560
408 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
409 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
410 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548
411 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
412 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548
413 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
414 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
415 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
416 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548
417 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
418 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
419 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
420 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
421 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
422 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548
423 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548
424 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548
425 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
426 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548
427 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560

428 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
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430 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
431 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
434 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
436 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548
441 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
442 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
443 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
444 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
445 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
446 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
451 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548
466 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
467 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
468 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
488 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
492 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
493 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
494 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
507 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548
597 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548
613 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
638 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCAAAAGCIIGTAGAAAAACAC 560
639 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCRAAAGCIIGTAGAAAAACAC 560
640 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCRAAAGCIIGTAGAAAAACAC 560
641 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCAAAAGCIIGTAGAAAAACAC 560
642 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCRAAAGCIIGTAGAAAAACAC 560
643 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCRAAAGCIIGTAGAAAAACAC 560
644 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548
645 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
646 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
647 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560

648 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
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649 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
650 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
651 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
652 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
653 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
654 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
655 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548
656 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
657 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
658 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
659 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548
660 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560
661 GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548
Majority AA GGCGGAC(IBCGAA GGCCAAI\TAAA GAAAAAI\GGCGAA GCC'II' TTCTGAAA GAI\AAAT GCCGC(IZ
370 380 390 400 410 420

1 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
2 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
7 AAGGCGGANGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
10 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
11 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
19 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
24 AAGGCGGANGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
31 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
34 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
35 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
46 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
52 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
61 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
64 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620

67 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
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82 AAGGCGGARIGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
84 AAGGCGGARIGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
90 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
120 AAGGCGGARIGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
128 AAGGCGGARIGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
160 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
210 AAGGCGGARNGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
237 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
238 AAGGCGGANGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
239 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
299 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
314 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
316 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
340 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
343 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
344 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
349 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
387 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
391 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
398 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTT[@CTGAAAGAAAATGCCG[EC 620
400 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
401 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
403 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
407 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTT[@CTGAAAGAAAATGCCG[EC 620
408 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
409 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
410 AAGGCGGANGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
411 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
412 AAGGCGGAGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
413 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
414 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620

415 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
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416 AAGGCGGARNGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
417 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
418 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
419 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
420 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
421 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
422 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
423 AAGGCGGARNGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
424 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
425 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
426 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
427 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
428 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
430 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
431 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
434 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
436 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
441 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
442 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
443 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
444 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
445 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
446 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
451 AAGGCGGAGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
466 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
467 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
468 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
488 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
492 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
493 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
494 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620

507 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
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597 AAGGCGGARNGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
613 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
638 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTHMCT GAAAGAAAATGCCGEC 620
639 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTHEMCT GAAAGAAAATGCCGEC 620
640 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTECT GAAAGAAAATGCCGEC 620
641 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTHMCT GAAAGAAAATGCCGEC 620
642 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTECT GAAAGAAAATGCCGEC 620
643 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTECTGAAAGAAAATGCCGEC 620
644 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
645 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
646 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
647 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
648 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
649 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
650 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
651 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
652 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
653 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
654 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
655 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
656 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
657 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
658 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
659 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
660 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620
661 AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608
Majority AAAGACGGCCI-}T GAA GACCA(IZT GCTT CCGG(IZCT GCAAT ACAI\AAAT CACCAAI\ACAGGGCGAPI\
430 440 450 460 470 480

AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAAT CACCAAACAGGGCGAA 680
2 AAAGACGGCGT GAAGACCACT GCTTCCGGCCT GCAATACAAAAT CACCAAACAGGGCGAA 680

—_—
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7 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668
10 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
11 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
19 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
24 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668
31 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
34 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
35 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
46 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
52 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
61 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
64 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
67 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
82 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668
84 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668
90 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
120 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668
128 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668
160 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
210 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668
237 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
238 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668
239 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
299 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
314 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 668
316 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
340 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
343 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 668
344 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 668
349 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 668
387 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680

391 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668
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398 AAAGAINNGIIGT GAAINACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 680
400 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
401 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
403 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIGAA 680
407 AAAGAINNGIIGT GAA[NACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 680
408 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
409 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 680
410 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668
411 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
412 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668
413 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
414 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
415 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
416 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668
417 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
418 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
419 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
420 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
421 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIGAA 680
422 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIGAA 668
423 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668
424 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668
425 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 680
426 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 668
427 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 680
428 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 680
430 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
431 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
434 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
436 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 668
441 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680

442 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 680



Alignment Report of Protein Alignment.meg ClustalW (Slow/Accurate, IUB) Page 27
11 August 2011 03:47

443 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 680
444 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
445 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
446 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
451 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA o668
466 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
467 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
468 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
488 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
492 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 680
493 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
494 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
507 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668
597 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668
613 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
638 AAAGARYAGIIGT GAAIYACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGHIGAA 680
639 AAAGARYAGIIGT GAAIYACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGHIGAA 680
640 AAAGARYAGIIGT GAAIYACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGHIGAA 680
641 AAAGARYAGIIGT GAAIYWCCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 680
642 AAAGARYAGIIGT GAAIYACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGHIGAA 680
643 AAAGARYGIHIGT GAAIRACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGHIGAA 680
644 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 668
645 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
646 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 680
647 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 680
648 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGHIGAA 680
649 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 680
650 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 680
651 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 680
652 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 680
653 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 680

654 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 680
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655 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 668
656 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 680
657 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
658 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680
659 AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 668
660 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGIIGAA 680
661 AAAGACGGCGT GAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668
Majority GGCAAACA G(IZCGACCAAAGAI\CGACAT CGT'II'ACCGT GGAA'II'ACGAAGGCC(IBCCT GATT GA(IZ
490 500 510 520 530 540

1 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
2 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
7 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728
10 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
11 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
19 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
24 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728
31 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
34 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
35 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
46 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
52 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
61 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
64 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
67 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
82 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728
84 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728
90 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
120 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728
128 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728

160 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
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210 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728
237 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
238 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728
239 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
299 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
314 GGCAAACAGCCGHCCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728
316 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
340 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
343 GGCAAACAGCCGIICCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728
344 GGCAAACAGCCGIICCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728
349 GGCAAACAGCCGIICCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728
387 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
391 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728
398 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
400 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
401 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
403 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
407 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
408 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
409 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
410 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728
411 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
412 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728
413 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
414 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
415 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
416 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728
417 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
418 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
419 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
420 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740

421 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
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422 GGCAAACAGCCGHICCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728
423 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728
424 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728
425 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
426 GGCAAACAGCCGIICCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728
427 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
428 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
430 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
431 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
434 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
436 GGCAAACAGCCGIICCAAAGACGACATCGTTACCGT GGAATACGAAGGCCGCCTGATTGAC 728
441 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
442 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
443 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
444 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
445 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
446 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
451 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728
466 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
467 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
468 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
488 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
492 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
493 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
494 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
507 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728
597 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728
613 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
638 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
639 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
640 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740

641 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
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642 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
643 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
644 GGCAAACAGCCGHCCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728
645 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
646 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
647 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
648 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
649 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
650 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
651 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
652 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
653 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
654 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
655 GGCAAACAGCCGIICCAAAGACGACATCGTTACCGT GGAATACGAAGGCCGCCTGATTGAC 728
656 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
657 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
658 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
659 GGCAAACAGCCGHIICCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728
660 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740
661 GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728
Majority GGTACGGTATTCGACAGCA@CAAAGCCAAQGGCGGCCCGQTCACCTTCCQTTTGAGCCAA
550 560 570 580 590 600

1 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
2 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
7 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788
10 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
11 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
19 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
24 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788

31 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
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34 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
35 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
46 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
52 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
61 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
64 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
67 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
82 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788
84 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788
90 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
120 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788
128 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788
160 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
210 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788
237 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
238 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788
239 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
299 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
314 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788
316 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
340 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
343 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788
344 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788
349 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788
387 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
391 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788
398 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
400 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
401 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
403 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
407 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800

408 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
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409 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
410 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788
411 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
412 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788
413 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
414 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
415 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
416 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788
417 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
418 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
419 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
420 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
421 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
422 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788
423 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788
424 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788
425 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
426 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788
427 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
428 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
430 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
431 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
434 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
436 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788
441 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
442 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
443 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCICGGTCACCTTCCCTTTGAGCCAA 800
444 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
445 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
446 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
451 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788

466 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
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467 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
468 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
488 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
492 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCICGGTCACCTTCCCTTTGAGCCAA 800
493 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
494 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
507 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788
597 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788
613 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
638 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
639 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
640 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
641 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
642 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
643 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
644 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788
645 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
646 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
647 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
648 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
649 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
650 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
651 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
652 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
653 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
654 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
655 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788
656 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
657 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
658 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800
659 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788

660 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCICGGTCACCTTCCCTTTGAGCCAA 800
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661 GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788
Majority GTGATTCCGQGTTGGACCGAAGGCGTACAQCTTCTGAAAQAAGGCGGCGAAGCCACGTTQ
610 620 630 640 650 660

1 GTGATTCHIGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
2 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
7 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848
10 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
11 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
19 GTGATTCHIGGGT TGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
24 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848
31 GTGATTCIHIGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
34 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
35 GTGATTCHIGGGT TGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
46 GTGATTCHIGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
52 GTGATTCHIGGGT TGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
61 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
64 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
67 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
82 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848
84 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848
90 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
120 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848
128 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848
160 GTGATTCIHIGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
210 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848
237 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
238 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848
239 GTGATTCHIGGGT TGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
299 GTGATTCHIGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860

314 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848
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316 GTGATTCHIGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
340 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
343 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848
344 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848
349 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848
387 GTGATTCIHIGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
391 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848
398 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
400 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
401 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
403 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
407 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
408 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
409 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
410 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848
411 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
412 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848
413 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
414 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
415 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
416 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848
417 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
418 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
419 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
420 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
421 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
422 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848
423 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848
424 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848
425 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
426 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848

427 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
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428 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
430 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
431 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
434 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
436 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848
441 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
442 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
443 GTGATTCCGGGTTGGACCGAAGGCGTACACTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
444 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
445 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
446 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
451 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848
466 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
467 GTGATTCHIGGGT TGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
468 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
488 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
492 GTGATTCCGGGTTGGACCGAAGGCGTACARCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
493 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
494 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
507 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848
597 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848
613 GTGATTCHIGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
638 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
639 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
640 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
641 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
642 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
643 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
644 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848
645 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
646 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860

647 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
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648 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
649 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
650 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
651 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
652 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
653 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
654 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
655 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848
656 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
657 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
658 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
659 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848
660 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860
661 GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848
Majority TACAT CCCG'II' CCAACCTT G(IZCTACCGCGAAI\CAGGGT GCGCI-I-GCGACAAAA'II' CGGCCCGAA(IZ
670 680 690 700 710 720

1 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
2 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
7 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
10 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
11 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
19 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
24 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
31 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
34 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
35 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
46 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
52 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
61 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920

64 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
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67 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
82 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
84 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
90 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
120 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
128 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
160 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
210 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
237 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGIICCGAAC 920
238 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
239 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
299 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
314 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
316 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
340 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGIICCGAAC 920
343 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
344 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
349 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
387 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
391 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
398 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGIRCCGAAC 920
400 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGIICCGAAC 920
401 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
403 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGIRCCGAAC 920
407 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGICCGAAC 920
408 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGIRCCGAAC 920
409 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGIICCGAAC 920
410 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
411 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
412 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
413 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920

414 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
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415 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGIICCGAAC 920
416 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
417 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGIRCCGAAC 920
418 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGICCGAAC 920
419 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGICCGAAC 920
420 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGIRCCGAAC 920
421 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGIICCGAAC 920
422 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
423 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
424 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
425 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
426 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
427 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGICCGAAC 920
428 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGICCGAAC 920
430 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGIRCCGAAC 920
431 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGICCGAAC 920
434 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGIICCGAAC 920
436 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
441 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGICCGAAC 920
442 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGIICCGAAC 920
443 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
444 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGIICCGAAC 920
445 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
446 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
451 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
466 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
467 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
468 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
488 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
492 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
493 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920

494 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
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507 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
597 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
613 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
638 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGICCGAAC 920
639 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGICCGAAC 920
640 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGIRCCGAAC 920
641 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGICCGAAC 920
642 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGICCGAAC 920
643 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGIICCGAAC 920
644 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
645 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGICCGAAC 920
646 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGIRCCGAAC 920
647 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGICCGAAC 920
648 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGICCGAAC 920
649 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGIRCCGAAC 920
650 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGICCGAAC 920
651 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGIRCCGAAC 920
652 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGIRCCGAAC 920
653 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGICCGAAC 920
654 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGIICCGAAC 920
655 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
656 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGIICCGAAC 920
657 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
658 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
659 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
660 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 920
661 TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGT GCGGGCGACAAAATCGGCCCGAAC 908
Majority GCCACTTT G(I3T ATTTGAT G'II' GAAACTGGT CIZAAAAT CGGCCI-}CACCCGAAAAI\CGCGCCCGC(IZ
730 740 750 760 770 780

1 GCCACTTTGGTATTTGATGT GAAACT GGT CAAAAT CGGCGCACCCGAAAACGCGCCCGCC 980



Alignment Report of Protein Alignment.meg ClustalW (Slow/Accurate, IUB) Page 42
11 August 2011 03:47

2 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
7 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 968
10 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
11 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
19 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
24 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 968
31 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
34 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
35 GCCACTTTGGTATTTGATGT GAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
46 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
52 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
61 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
64 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
67 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
82 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 968
84 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 968
90 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
120 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 968
128 GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968
160 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
210 GCCACTTTGGTATTTGATGT GAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968
237 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
238 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 968
239 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
299 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
314 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 968
316 GCCACTTTGGTATTTGATGT GAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
340 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
343 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 968
344 GCCACTTTGGTATTTGATGT GAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968
349 GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968

387 GCCACTTTGGTATTTGATGT GAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
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391 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 968
398 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
400 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
401 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
403 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
407 GCCACTTTGGTATTTGATGT GAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
408 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
409 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
410 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 968
411 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
412 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 968
413 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
414 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
415 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
416 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 968
417 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
418 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
419 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
420 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
421 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
422 GCCACTTTGGTATTTGATGT GAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968
423 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 968
424 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 968
425 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
426 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 968
427 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
428 GCCACTTTGGTATTTGATGT GAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
430 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
431 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
434 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
436 GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968

441 GCCACTTTGGTATTTGATGT GAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
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442 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
443 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
444 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
445 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
446 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
451 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 968
466 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
467 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
468 GCCACTTTGGTATTTGATGT GAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
488 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
492 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
493 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
494 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
507 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 968
597 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 968
613 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
638 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
639 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
640 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
641 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
642 GCCACTTTGGTATTTGATGT GAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
643 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
644 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 968
645 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
646 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
647 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
648 GCCACTTTGGTATTTGATGT GAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
649 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
650 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
651 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
652 GCCACTTTGGTATTTGATGTGAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980

653 GCCACTTTGGTATTTGATGT GAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
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654 GCCACTTTGGTATTTGATGT GAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCLCCGCC 980
655 GCCACTTTGGTATTTGATGT GAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCLCCGCC 968
656 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 980
657 GCCACTTTGGTATTTGATGT GAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCLCCGCC 980
658 GCCACTTTGGTATTTGATGT GAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCLCCGCC 980
659 GCCACTTTGGTATTTGATGT GAAACTGGT CAAAATCGGCGCACCCGAAAACGCGCCCGCC 968
660 GCCACTTTGGTATTTGATGT GAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCLCCGCC 980
661 GCCACTTTGGTATTTGATGT GAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968
Majority AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA
790 800 810

1 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
2 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
7 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007
10 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
11 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
19 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
24 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007
31 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
34 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
35 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
46 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
52 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
61 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
64 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
67 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
82 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007
84 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007
90 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
120 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007

128 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007
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160 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
210 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007
237 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
238 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007
239 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
299 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
314 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007
316 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
340 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
343 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007
344 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007
349 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007
387 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
391 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007
398 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
400 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
401 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
403 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
407 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
408 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
409 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
410 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007
411 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
412 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007
413 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
414 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
415 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
416 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007
417 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
418 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
419 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019

420 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
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421 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
422 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007
423 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007
424 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007
425 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
426 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007
427 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
428 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
430 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
431 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
434 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
436 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007
441 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
442 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
443 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
444 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
445 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
446 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
451 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007
466 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
467 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
468 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
488 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
492 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
493 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
494 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
507 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007
597 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007
613 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
638 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
639 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019

640 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
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641 AAINCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
642 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
643 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
644 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007
645 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
646 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
647 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
648 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
649 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
650 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
651 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
652 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
653 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
654 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
655 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007
656 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
657 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
658 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
659 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007
660 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1019
661 AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA 1007

Decoration 'Decoration #1': Shade (with solid bright cobalt) residues that differ from the Consensus.



