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ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCCMajority

10 20 30 40 50 60

ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 2601
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 2602
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 2607
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 26010
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 26011
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 26019
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 26024
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 26031
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 26034
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 26035
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 26046
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 26052
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 26061
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 26064
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 26067
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 26082
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 26084
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 26090
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260120
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260128
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260160
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260210
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260237
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260238
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260239
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260299
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260314
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260316
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260340
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ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260343
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260344
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260349
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260387
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260391
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260398
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260400
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260401
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260403
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260407
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260408
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260409
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260410
ATGAACAAAATTTTCAAAATCAGCACACTGACCCTTGCCGCCACTTTGGCACTTTCCGCC 260411
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260412
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260413
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260414
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260415
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260416
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260417
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260418
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260419
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260420
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260421
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260422
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260423
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260424
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260425
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260426
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260427
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260428
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260430
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ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260431
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260434
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260436
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260441
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260442
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260443
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260444
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260445
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260446
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260451
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260466
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260467
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260468
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260488
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260492
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260493
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260494
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260507
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260597
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260613
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260638
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260639
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260640
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260641
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260642
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260643
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260644
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260645
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260646
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260647
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260648
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260649
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ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260650
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260651
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260652
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260653
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260654
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260655
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260656
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260657
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260658
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260659
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260660
ATGAACACCATTTTCAAAATCAGCGCACTGACCCTTTCCGCCGCTTTGGCACTTTCCGCC 260661

TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCGMajority

70 80 90 100 110 120

TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 3201
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 3202
TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 3087
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 32010
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 32011
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 32019
TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 30824
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 32031
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 32034
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 32035
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 32046
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 32052
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 32061
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 32064
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 32067
TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 30882
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TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 30884
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 32090
TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 308120
TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 308128
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320160
TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 308210
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320237
TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 308238
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320239
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320299
TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 308314
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320316
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320340
TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 308343
TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 308344
TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 308349
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320387
TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 308391
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320398
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320400
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320401
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320403
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320407
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320408
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320409
TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 308410
TGCGGCAAAAAAGAAGCTGCTCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTGCCGCG 320411
TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 308412
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320413
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320414
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320415
TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 308416
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TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320417
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320418
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320419
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320420
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320421
TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 308422
TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 308423
TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 308424
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320425
TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 308426
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320427
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320428
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320430
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320431
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320434
TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 308436
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320441
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320442
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320443
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320444
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320445
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320446
TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 308451
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320466
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320467
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320468
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320488
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320492
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320493
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320494
TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 308507
TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 308597
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TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320613
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320638
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320639
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320640
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320641
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320642
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320643
TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 308644
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320645
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320646
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320647
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320648
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320649
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320650
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320651
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320652
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320653
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320654
TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 308655
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320656
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTGCCGCG 320657
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTGCCGCG 320658
TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 308659
TGCGGCAAAAAAGAAGCCGCCCCCGCATCTGCATCCGAACCTGCCGCCGCTTCTTCCGCG 320660
TGTGGCAAAAAAGAAGCCGC- - - - - - - - - - - - ATCCGAACCTGCCGCCGCTTCTGCCGCG 308661

CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTGMajority

130 140 150 160 170 180

CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 3801
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 3802
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 3687
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CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 38010
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 38011
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 38019
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 36824
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 38031
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 38034
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 38035
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 38046
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 38052
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 38061
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 38064
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 38067
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 36882
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 36884
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 38090
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368120
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368128
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380160
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368210
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380237
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368238
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380239
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380299
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368314
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380316
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380340
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368343
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368344
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368349
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380387
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368391
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380398
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CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380400
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380401
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380403
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380407
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380408
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380409
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368410
CAGGGCGACACCTCTTCAATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380411
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368412
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380413
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380414
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380415
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368416
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380417
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380418
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380419
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380420
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380421
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368422
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368423
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368424
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380425
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368426
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380427
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380428
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380430
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380431
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380434
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368436
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380441
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380442
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380443
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CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380444
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380445
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380446
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368451
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380466
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380467
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380468
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380488
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380492
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380493
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380494
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368507
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368597
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380613
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380638
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380639
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380640
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380641
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380642
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380643
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368644
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380645
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380646
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380647
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380648
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380649
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380650
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380651
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380652
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380653
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380654
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368655
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CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380656
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380657
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380658
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368659
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 380660
CAGGGCGACACCTCTTCGATCGGCAGCACGATGCAGCAGGCAAGCTATGCGATGGGCGTG 368661

GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTCMajority

190 200 210 220 230 240

GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 4401
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 4402
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 4287
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 44010
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 44011
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 44019
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 42824
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 44031
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 44034
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 44035
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 44046
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 44052
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 44061
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 44064
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 44067
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 42882
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 42884
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 44090
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 428120
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 428128
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440160
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 428210
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GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440237
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 428238
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440239
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440299
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 428314
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440316
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440340
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 428343
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 428344
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 428349
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440387
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 428391
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440398
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440400
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440401
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440403
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440407
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440408
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440409
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 428410
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440411
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 428412
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440413
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440414
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440415
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 428416
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440417
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440418
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440419
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440420
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440421
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 428422
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GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 428423
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 428424
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440425
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 428426
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440427
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440428
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440430
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440431
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440434
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 428436
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440441
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440442
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440443
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440444
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440445
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440446
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 428451
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440466
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440467
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440468
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440488
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440492
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440493
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440494
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 428507
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 428597
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440613
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440638
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440639
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440640
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440641
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440642
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GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440643
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 428644
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440645
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440646
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440647
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440648
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440649
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440650
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440651
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440652
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440653
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440654
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 428655
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440656
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 440657
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 440658
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 428659
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGCGCGGAAATCGATTTGAAAGTC 440660
GACATCGGACGCTCCCTGAAGCAAATGAAGGAACAGGGTGCGGAAATCGATTTGAAAGTC 428661

TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAGMajority

250 260 270 280 290 300

TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 5001
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 5002
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 4887
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 50010
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 50011
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 50019
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 48824
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 50031
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 50034
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TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 50035
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 50046
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 50052
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 50061
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 50064
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 50067
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 48882
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 48884
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 50090
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 488120
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 488128
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500160
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 488210
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500237
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 488238
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500239
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500299
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 488314
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500316
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500340
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 488343
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 488344
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 488349
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500387
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 488391
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 500398
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500400
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500401
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500403
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 500407
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500408
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500409
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TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 488410
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500411
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 488412
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500413
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500414
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500415
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 488416
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAGGAGCAG 500417
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAGGAGCAG 500418
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAGGAGCAG 500419
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAGGAGCAG 500420
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500421
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 488422
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 488423
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 488424
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500425
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 488426
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500427
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500428
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500430
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500431
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500434
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 488436
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500441
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500442
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500443
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500444
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500445
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500446
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 488451
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500466
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500467
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TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500468
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500488
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500492
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500493
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500494
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 488507
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 488597
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500613
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 500638
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 500639
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 500640
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 500641
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 500642
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 500643
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 488644
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500645
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500646
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500647
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500648
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500649
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500650
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500651
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500652
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500653
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500654
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 488655
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500656
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 500657
TTTACTGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 500658
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 488659
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACCGAAGAGCAG 500660
TTTACCGAAGCCATGCAGGCAGTGTATGACGGCAAAGAAATCAAAATGACTGAAGAGCAG 488661
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GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACACMajority

310 320 330 340 350 360

GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACGGGCTAAAGCCGTAGAAAAACAC 5601
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 5602
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 5487
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 56010
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 56011
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 56019
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 54824
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 56031
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 56034
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 56035
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 56046
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 56052
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 56061
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 56064
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 56067
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 54882
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 54884
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 56090
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548120
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548128
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560160
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548210
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560237
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548238
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560239
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560299
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548314
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560316
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GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560340
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548343
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548344
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548349
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560387
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548391
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCAAAAGCTGTAGAAAAACAC 560398
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560400
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560401
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560403
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCAAAAGCTGTAGAAAAACAC 560407
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560408
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560409
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548410
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560411
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548412
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560413
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560414
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560415
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548416
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560417
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560418
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560419
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560420
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560421
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548422
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548423
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548424
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560425
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548426
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560427
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560428
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GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560430
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560431
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560434
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548436
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560441
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560442
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560443
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560444
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560445
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560446
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548451
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560466
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560467
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560468
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560488
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560492
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560493
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560494
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548507
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548597
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560613
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCAAAAGCTGTAGAAAAACAC 560638
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCAAAAGCTGTAGAAAAACAC 560639
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCAAAAGCTGTAGAAAAACAC 560640
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCAAAAGCTGTAGAAAAACAC 560641
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCAAAAGCTGTAGAAAAACAC 560642
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCAAAAGCTGTAGAAAAACAC 560643
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548644
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560645
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560646
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560647
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560648
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GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560649
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560650
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560651
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560652
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560653
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560654
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548655
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560656
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560657
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560658
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548659
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 560660
GCTCAGGAAGTCATGATGAAATTCCTTCAGGAACAACAGGCTAAAGCCGTAGAAAAACAC 548661

AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCCMajority

370 380 390 400 410 420

AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 6201
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 6202
AAGGCGGAAGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 6087
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 62010
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 62011
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 62019
AAGGCGGAAGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 60824
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 62031
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 62034
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 62035
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 62046
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 62052
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 62061
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 62064
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 62067
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AAGGCGGAAGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 60882
AAGGCGGAAGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 60884
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 62090
AAGGCGGAAGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608120
AAGGCGGAAGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608128
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620160
AAGGCGGAAGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608210
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620237
AAGGCGGAAGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608238
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620239
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620299
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608314
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620316
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620340
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608343
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608344
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608349
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620387
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608391
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTCCTGAAAGAAAATGCCGGC 620398
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620400
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620401
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620403
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTCCTGAAAGAAAATGCCGGC 620407
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620408
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620409
AAGGCGGAAGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608410
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620411
AAGGCGGAAGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608412
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620413
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620414
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620415
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AAGGCGGAAGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608416
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620417
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620418
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620419
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620420
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620421
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608422
AAGGCGGAAGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608423
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608424
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620425
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608426
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620427
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620428
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620430
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620431
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620434
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608436
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620441
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620442
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620443
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620444
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620445
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620446
AAGGCGGAAGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608451
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620466
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620467
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620468
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620488
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620492
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620493
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620494
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608507
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AAGGCGGAAGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608597
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620613
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTCCTGAAAGAAAATGCCGGC 620638
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTCCTGAAAGAAAATGCCGGC 620639
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTCCTGAAAGAAAATGCCGGC 620640
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTCCTGAAAGAAAATGCCGGC 620641
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTCCTGAAAGAAAATGCCGGC 620642
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTCCTGAAAGAAAATGCCGGC 620643
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608644
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620645
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620646
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620647
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620648
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620649
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620650
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620651
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620652
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620653
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620654
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608655
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620656
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620657
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620658
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608659
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 620660
AAGGCGGACGCGAAGGCCAATAAAGAAAAAGGCGAAGCCTTTCTGAAAGAAAATGCCGCC 608661

AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAAMajority

430 440 450 460 470 480

AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 6801
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 6802



Alignment Report of Protein Alignment.meg ClustalW (Slow/Accurate, IUB) Page 25

11 August 2011 03:47 

AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 6687
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 68010
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 68011
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 68019
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 66824
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 68031
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 68034
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 68035
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 68046
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 68052
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 68061
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 68064
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 68067
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 66882
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 66884
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 68090
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668120
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668128
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680160
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668210
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680237
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668238
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680239
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680299
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 668314
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680316
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680340
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 668343
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 668344
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 668349
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680387
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668391
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AAAGAAAGTGTGAAAACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680398
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680400
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680401
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680403
AAAGAAAGTGTGAAAACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680407
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680408
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680409
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668410
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680411
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668412
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680413
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680414
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680415
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668416
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680417
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680418
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680419
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680420
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680421
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 668422
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668423
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668424
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680425
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 668426
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680427
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680428
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680430
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680431
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680434
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 668436
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680441
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680442
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AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680443
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680444
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680445
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680446
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668451
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680466
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680467
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680468
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680488
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680492
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680493
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680494
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668507
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668597
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680613
AAAGAAAGTGTGAAAACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680638
AAAGAAAGTGTGAAAACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680639
AAAGAAAGTGTGAAAACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680640
AAAGAAAGTGTGAAAACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680641
AAAGAAAGTGTGAAAACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680642
AAAGAAAGTGTGAAAACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680643
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 668644
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680645
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680646
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680647
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680648
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680649
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680650
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680651
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680652
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680653
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680654
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AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 668655
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680656
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680657
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 680658
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 668659
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGTGAA 680660
AAAGACGGCGTGAAGACCACTGCTTCCGGCCTGCAATACAAAATCACCAAACAGGGCGAA 668661

GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGACMajority

490 500 510 520 530 540

GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 7401
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 7402
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 7287
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 74010
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 74011
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 74019
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 72824
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 74031
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 74034
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 74035
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 74046
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 74052
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 74061
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 74064
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 74067
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 72882
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 72884
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 74090
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728120
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728128
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740160
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GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728210
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740237
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728238
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740239
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740299
GGCAAACAGCCGTCCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728314
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740316
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740340
GGCAAACAGCCGTCCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728343
GGCAAACAGCCGTCCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728344
GGCAAACAGCCGTCCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728349
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740387
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728391
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740398
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740400
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740401
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740403
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740407
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740408
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740409
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728410
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740411
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728412
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740413
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740414
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740415
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728416
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740417
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740418
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740419
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740420
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740421



Alignment Report of Protein Alignment.meg ClustalW (Slow/Accurate, IUB) Page 30

11 August 2011 03:47 

GGCAAACAGCCGTCCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728422
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728423
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728424
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740425
GGCAAACAGCCGTCCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728426
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740427
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740428
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740430
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740431
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740434
GGCAAACAGCCGTCCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728436
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740441
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740442
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740443
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740444
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740445
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740446
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728451
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740466
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740467
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740468
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740488
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740492
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740493
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740494
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728507
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728597
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740613
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740638
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740639
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740640
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740641
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GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740642
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740643
GGCAAACAGCCGTCCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728644
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740645
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740646
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740647
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740648
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740649
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740650
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740651
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740652
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740653
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740654
GGCAAACAGCCGTCCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728655
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740656
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740657
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740658
GGCAAACAGCCGTCCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728659
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 740660
GGCAAACAGCCGACCAAAGACGACATCGTTACCGTGGAATACGAAGGCCGCCTGATTGAC 728661

GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAAMajority

550 560 570 580 590 600

GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 8001
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 8002
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 7887
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 80010
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 80011
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 80019
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 78824
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 80031
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GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 80034
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 80035
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 80046
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 80052
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 80061
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 80064
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 80067
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 78882
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 78884
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 80090
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788120
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788128
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800160
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788210
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800237
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788238
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800239
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800299
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788314
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800316
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800340
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788343
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788344
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788349
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800387
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788391
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800398
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800400
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800401
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800403
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800407
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800408
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GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800409
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788410
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800411
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788412
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800413
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800414
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800415
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788416
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800417
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800418
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800419
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800420
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800421
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788422
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788423
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788424
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800425
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788426
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800427
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800428
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800430
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800431
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800434
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788436
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800441
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800442
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCACGGTCACCTTCCCTTTGAGCCAA 800443
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800444
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800445
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800446
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788451
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800466
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GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800467
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800468
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800488
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCACGGTCACCTTCCCTTTGAGCCAA 800492
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800493
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800494
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788507
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788597
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800613
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800638
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800639
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800640
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800641
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800642
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800643
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788644
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800645
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800646
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800647
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800648
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800649
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800650
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800651
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800652
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800653
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800654
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788655
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800656
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800657
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 800658
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788659
GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCACGGTCACCTTCCCTTTGAGCCAA 800660
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GGTACGGTATTCGACAGCAGCAAAGCCAACGGCGGCCCGGTCACCTTCCCTTTGAGCCAA 788661

GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTCMajority

610 620 630 640 650 660

GTGATTCTGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 8601
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 8602
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 8487
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 86010
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 86011
GTGATTCTGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 86019
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 84824
GTGATTCTGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 86031
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 86034
GTGATTCTGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 86035
GTGATTCTGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 86046
GTGATTCTGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 86052
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 86061
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 86064
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 86067
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 84882
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 84884
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 86090
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848120
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848128
GTGATTCTGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860160
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848210
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860237
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848238
GTGATTCTGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860239
GTGATTCTGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860299
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848314
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GTGATTCTGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860316
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860340
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848343
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848344
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848349
GTGATTCTGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860387
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848391
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860398
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860400
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860401
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860403
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860407
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860408
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860409
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848410
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860411
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848412
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860413
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860414
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860415
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848416
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860417
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860418
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860419
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860420
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860421
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848422
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848423
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848424
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860425
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848426
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860427
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GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860428
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860430
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860431
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860434
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848436
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860441
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860442
GTGATTCCGGGTTGGACCGAAGGCGTACAACTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860443
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860444
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860445
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860446
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848451
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860466
GTGATTCTGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860467
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860468
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860488
GTGATTCCGGGTTGGACCGAAGGCGTACAACTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860492
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860493
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860494
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848507
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848597
GTGATTCTGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860613
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860638
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860639
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860640
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860641
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860642
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860643
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848644
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860645
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860646
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860647
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GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860648
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860649
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860650
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860651
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860652
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860653
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860654
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848655
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860656
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860657
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860658
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848659
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 860660
GTGATTCCGGGTTGGACCGAAGGCGTACAGCTTCTGAAAGAAGGCGGCGAAGCCACGTTC 848661

TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAACMajority

670 680 690 700 710 720

TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 9201
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 9202
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 9087
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 92010
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 92011
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 92019
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 90824
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 92031
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 92034
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 92035
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 92046
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 92052
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 92061
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 92064
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TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 92067
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 90882
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 90884
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 92090
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 908120
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 908128
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 920160
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 908210
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920237
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 908238
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 920239
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 920299
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 908314
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 920316
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920340
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 908343
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 908344
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 908349
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 920387
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 908391
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920398
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920400
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 920401
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920403
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920407
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920408
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920409
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 908410
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 920411
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 908412
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 920413
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 920414
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TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920415
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 908416
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920417
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920418
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920419
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920420
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920421
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 908422
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 908423
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 908424
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 920425
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 908426
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920427
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920428
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920430
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920431
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920434
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 908436
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920441
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920442
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 920443
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920444
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 920445
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 920446
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 908451
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 920466
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 920467
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 920468
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 920488
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 920492
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 920493
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 920494
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TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 908507
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 908597
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 920613
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920638
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920639
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920640
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920641
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920642
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920643
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 908644
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920645
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920646
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920647
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920648
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920649
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920650
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920651
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920652
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920653
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920654
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 908655
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGTCCGAAC 920656
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 920657
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 920658
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 908659
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 920660
TACATCCCGTCCAACCTTGCCTACCGCGAACAGGGTGCGGGCGACAAAATCGGCCCGAAC 908661

GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCCMajority

730 740 750 760 770 780

GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 9801
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GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 9802
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 9687
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 98010
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 98011
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 98019
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 96824
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 98031
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 98034
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 98035
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 98046
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 98052
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 98061
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 98064
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 98067
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 96882
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 96884
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 98090
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968120
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968128
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980160
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968210
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980237
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968238
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980239
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980299
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968314
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980316
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980340
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968343
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968344
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968349
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980387
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GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968391
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980398
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980400
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980401
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980403
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980407
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980408
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980409
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968410
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980411
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968412
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980413
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980414
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980415
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968416
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980417
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980418
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980419
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980420
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980421
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968422
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968423
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968424
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980425
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968426
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980427
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980428
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980430
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980431
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980434
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968436
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980441
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GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980442
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980443
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980444
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980445
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980446
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968451
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980466
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980467
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980468
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980488
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980492
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980493
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980494
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968507
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968597
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980613
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980638
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980639
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980640
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980641
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980642
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980643
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968644
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980645
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980646
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980647
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980648
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980649
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980650
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980651
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980652
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980653
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GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980654
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968655
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980656
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980657
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980658
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968659
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 980660
GCCACTTTGGTATTTGATGTGAAACTGGTCAAAATCGGCGCACCCGAAAACGCGCCCGCC 968661

AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAAMajority

790 800 810

AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      10191
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      10192
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      10077
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      101910
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      101911
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      101919
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      100724
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      101931
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      101934
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      101935
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      101946
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      101952
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      101961
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      101964
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      101967
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      100782
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      100784
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      101990
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1007120
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1007128
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AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019160
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1007210
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019237
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1007238
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019239
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019299
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1007314
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019316
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019340
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1007343
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1007344
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1007349
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019387
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1007391
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019398
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019400
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019401
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019403
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019407
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019408
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019409
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1007410
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019411
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1007412
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019413
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019414
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019415
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1007416
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019417
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019418
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019419
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019420
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AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019421
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1007422
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1007423
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1007424
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019425
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1007426
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019427
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019428
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019430
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019431
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019434
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1007436
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019441
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019442
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019443
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019444
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019445
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019446
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1007451
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019466
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019467
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019468
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019488
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019492
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019493
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019494
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1007507
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1007597
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019613
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019638
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019639
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019640
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AAACAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019641
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019642
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019643
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1007644
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019645
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019646
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019647
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019648
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019649
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019650
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019651
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019652
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019653
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019654
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1007655
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019656
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019657
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019658
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1007659
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1019660
AAGCAGCCGGCTCAAGTCGACATCAAAAAAGTAAATTAA                      1007661

Decoration 'Decoration #1': Shade (with solid bright cobalt) residues that differ from the Consensus.


