Data S1
Worked ConTAMPR Examples

Example Pages | Sample Locus Related to

1 2-15 B11 mtCO1 Figure 1, Table 2, Figure S2
2 16-31 Bl4 28S Table 2, Figure S3H, Figure S3K
3 32-44 D14 EPIC25 Table 2



Sample: B11
Locus: mtCO1 marker

Hypothesis: DNA from Species A was
contaminated with DNA from Species E



1. gil1005054365|gh|KUBE0593.1] (A vaga complex sp. AJFF-2016 isolate B11 cytoch... b S R Y

Arrows indicate base calls
shared by Hap6 [A] and -
Hap31 [E]

1 2 3 4

Numbered arrows show
peaks matching Hap31 [E]
but not Hap6 [C], with

relative height ranks
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Sample B11 mtCO1 2
minority peak ranks

Species E Hap31
(as seen in Individual 81)
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Sample: B14
Locus: 28S rDNA (first fragment)

Hypothesis: DNA from Species A was
contaminated with DNA from Species E



T T G G AT C A AT C G A THET C T AT A G AT

Speaes A Hap1 shown at top
Arrows indicate base 1

calls shared by Hap1 [A]
and Hap 16 [E]

2. Adineta vaga complex sp. AJFF-2016 isolate BI4 288 rib.. T

1 2 3 4

Numbered arrows indicate peaks
matching Hap 16[E] but not Hap1 [A],
with relative height ranks

B14-0FCT_G11_083 5cf

Sample B14 28S 2
minority peak ranks []
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fiisolate A21 285 rib...
fiisolate E3B2h 285 ..

05, Adinetavaga complex sp. E JFF-20
b 6. Adineta vaga complex sp. E JFF-20
07 Adinetavaga complex sp. E JFF-2016 isolate E3T1 285 1i...
0 8. Adinetavaga complex sp. E JFF-2016 isolate B38h 285 1i...
0§, Adinetavaga complex sp. E JFF-2016 isolate B38h 285 1i...
010. Adineta vaga complex sp. E JFF-2016 isolate Hprim14b ..
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Note that the pattern of ‘1bp-slipped’ versus ‘in-phase’ double peaks flips in opposite directions
for the forward and reverse traces precisely at this 1bp indel between Species A and Species E

A

i
WAV VY A \ ll}
AN TR

-ré-,-._ Y Y A N WOV )\ VIR TN i

A

I
il

._A‘n‘x ‘.\- AN A_?J'.‘_.._‘ L\
c T A T A A C

N

|
[

HHEHEAaAaAa e’

—~_ [\

f—

T Y

(

el

HHA{EA{aAa e’

=
CCaman ﬂ"_

I la LT m’
noonon ol

b?b?b?lb
I e - S S
CAaa 0

R e b’
=T =Tl =T =T T T
HEaa494943 =]
LR D,
NRNONQ o)
Vb D e e e b’
N e T S S .
N P P e’
nnOonoo nw
DOOOaQ 6
HEaa494943 I—:||l,
anNOOona 0
HHE_a_3a343 '—].
HEaa494943 =]
Ha3d394943 H
Ha3a3943943 H
Qeeean o



C T (SR T = T T A A A A A T A T = A C T T = (s

h
=]
=]
o
ih
(@]
in
B
in

5 cC

T

T

l

c

A

I

A

l

T

AAINAINAR

A

A

"J‘i‘j

A\‘;

A A A

SN

T

T G

VX )

|
A

c

|

M/

o

=

|

)

Il

|

T

T

YA

c

I
i

|
i

v
)

A

c

=

|

%

2

=0

TTTTTT
TTTTTT
CCCCCC
\ oL o L o

i Dibdibid

oL oL oL A

Nt ot ot ot o

oL <L fL T o

e

oL o o o o

TTTTTTT

TTTTTT

CRRUCILITIU

EHEHEHEHEH

i Dibdibid

CCCCCC

TTTTTT

i i

TTTTTT

TTTTTT

TTTTTT

TTTTTT

4 (8] EERSRSISRSNS]
—V = E

~.A L o

lih hbbhh

ch CCCCCC

ir; CICICIUITIY

N‘L-aaaaaa

)

‘T TTTTTT
o

I
— lﬂ

Nin womwmon

E—






T T C A G T A CHNMC T C GHENEG T ACGTGCATCGT CTCAT G A

T T & A T

T

c

M A C A T GHEET

T ¢ & A G T A C & GG C A C & C C A T & A

C

A C T
S

T = A C A T

|

L
I_A.I.A
[

.I-lJ.G

1

i E

|

~ '!

——-

l

‘C

g

[|©

Y
(1

LA

i

(|0

l

A

’AC
45

)

M
PN E—

E.
T
h...lim__

\

@]

EH

d

'h

@]

<=

‘&C

ll.....mh
l‘A‘LT
..mG

.é
A

2

AARAAM
Wwihihihhil
B EH B EH EH EH
o, T, o, ) T A
pooooo
Ccmccc
(UIURLRORLRL
ooooon
o < o) ) T e
Doooon
Wi
Wi
ooooon
A
B EH EHEHEH EH
Wi
o < o) ) T o
hihthihh b
ooooon
EHEHEHEHEH B
ooooon
B EH EHEHEH EH
oo
o ) o) o) ) o
B EH B EH EH EH
(UIURLRORLRL
o, e o ) T
ooooon
B EH EH EH EH EH
B EH EH EH EH EH
B EH B EH EH EH
o, T, o, ) T A
[UIUEURO UL
EEHEEHEE
BB B
B EH EH EH EH EH
Doooon
EHEHEHEHEH B
Wi
Wi
B EH EHEHEH EH
A
ool
o < o) ) T o
Wi
EHEHEHEHEH B

TATATATATATY



W& ¢ AT T G T T T G T  THHAA C AT -EB: T A A CT A ATATCTAAATCAATIERT T A G

\

Al

N

e~
..‘_

i

)

il

T & T T A € A T ¢ A & T A A C T A

|
T
oAl

i

i

Al
=

—
=l
—=

(A momD
£

-,

AA LG o

I el aa
f e o e e
Dttt ot ot ot o

J=i o o
o GREE

PlE B EEEEE

CCCCCCC
L, T o o T
e Y

TTTTTT

|
MG W
\
_ m‘a.ﬂﬁ G L oG o o

\pih i

—

.llll..ﬁﬂT TTTTTT

— Q= aacaaa
—

CCCCCCCCC

-

TR et o

e G,
. ql.TE TTTTTT




T 0 T T AT T C A THEHEG T COEMA T G O C T A AT GTTTT T & O TG T C A AT & AIIRER
1 Here, the small adenine peaks expected for Hap16[E] coincide with 1bp phase- ‘ l

shifted majority peaks. All first-ranked “minority” peaks were excluded from analysis.
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Sample: D14
Locus: EPIC25 marker

Hypothesis: congruent DNA from Species A

is present as expected; incongruent DNA
from Species C is contamination



e FUD 3, Adineta vaga complex sp. C JFF-2016 isolate Hprim36 MTSS1-like ... = AFMA T G AAGGTTAGTAGCAATAIDNMATTGCAT Fl - A EEC A KE

Species C Hap10 shown at top

Arrows indicate base calls
shared by Hap10 [C] and

NB: Owing to alignment difficulties
Hap4 [A
P [A] caused by indels such as this one, the

minority and majority peaks are almost
1 2 3 4 y Jory

Numbered arrows indicate never superimposed, but shifted by
peaks matching Hap 4 [A] different amounts in different sections
but not Hap10 [C], with 1

relative height ranks I

FUb 4. ND_25 D14-255PER_C05_043.scf

Sample D14 EPIC25
minority peak ranks
(first PCR) |

NB: The EPIC25 reference haplotypes appear to have
been uploaded to GenBank in the 3’ to 5’ direction,
so the sequence from the forward primer (EPIC25F) is
shown in reverse complement here.
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Species A Hap4 [A], as
seen in Individual 12
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[e FID 6. Hap3[Al: Adineta vaga complex sp. AJFF-2016 isolate aMTSs1.. A » T A T A A T - - = A A
C# FUD 7 Hapd [A]: Adineta vaga complex sp. AJFF-2016 isolate H3-04a MTS.. A » T A T A A T - - = A A
Ce FUD 8 Hap1[A]l: Adineta vaga complex sp. AJFF-2016 isolate C3T3 MTSS1.. > T A T A A T - - - A A
[e FID G Haph[A]l: Adineta vaga complex sp. AJFF-2016 isolate E3Th MTSS1.. A A > T A T A A T - - - A A
Ce FUD 10, Adineta vaga complex sp. AJFF-2016 isolate H3-04b MTSS1-like p... A A > T A T A A T - - - A A
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Here, we can determine how many variable copy GAA tandem repeats the
native Species A haplotype had. The answer is GAA., not GAA,, which
indicates EPIC25 Hap4 [A], not Hap1 [A]. Species C Hap10 does not have
any GAA tandem repeats here at all. NB: these correspond to TTC repeats
on the coding strand, as discussed by Debortoli et al. [S1].
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Sample D14,
EPIC25F
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End of readable sequence from
forward chromatogram. The last
indel between Hap 10 (C) and
Hap 4 (A) creates so much noise
that bases can no longer be
reliably read after this point.
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End of readable sequence
ﬂ from reverse chromatogram
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This is the end of Hap10 [C], but Hap4 [A] can be read along the
chromatogram a little further, since Individual 12 was one of the samples
where Debortoli et al. [S1] sequenced additional flanking regions.
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Comparison of chromatograms from two replicate PCRs using Sample D14

The files from the first amplification (labelled ‘C05’) show strong peaks in both directions corresponding precisely to
EPIC25 Hap4 [A], as shown previously. However, a second PCR from the same tube of template (‘B02’ files, below)
showed almost no evidence of Hap4 [A]. If the ‘B02’ chromatograms had been examined alone, contamination might
have been missed, and it would have been less easy to reject the hypothesis that Hap10 [C] had replaced Hap4 [A].

Adinetavaga complex sp. C Hap10JF..

CENE A A A A T

l ol AAMAAMMM,M‘AM g

‘l\u_v."m‘ﬁ!x‘ﬁ"“&JM‘*“‘AVA\;LI“AA% J‘l‘_‘m‘ﬁ\h\\ll i L\MA A ;\NMM

Ut
mmm.lnlhmmmdnhhAnlh

Hap4 [A]: Adinetavagacomplexsp.AJ.. TIE® T T T =

-.,_

D—]

.....

H




